
2018 年 台灣蛋白體學會年會 通知事項 
 
接駁車時間: 

    出發時間 車程 
1 台中高鐵→中國醫藥大學 08:30 約 30 分鐘 
2 中國醫藥大學→台中高鐵 18:00 約 30 分鐘 
3 中國醫藥大學→金典酒店 18:00 約 10 分鐘 
4 金典酒店→台中高鐵 20:30 約 30 分鐘 

 
高鐵接駁車位置: 高鐵 6 號出口 

 

報到: 
 報到地點: 中國醫藥大學 立夫教學大樓 一樓大廳 
 報到時間: 08:40-09:20  

 
壁報論文 

 張貼位置：立夫教學大樓 B1 桌球教室 
 張貼時間：9:10 前 (壁報展示區備有 3M 無痕膠帶) 
 解說時間：敬請壁報論文發表者在所屬時間於壁報前進行解說 

♦ 單數號碼者 13: 15 ~ 13: 40  
♦ 雙數號碼者 13: 40 ~ 14: 10 

 移除時間：17:45 (時間內未移除者，壁報將由主辦單位全權處理) 
 壁報論文得獎獎項 (共六名) ： 

第一名：4000 元、第二名：3500 元、第三名：3000 元、佳作 (三名)：2000 元 
得獎訊息將於閉幕典禮公布並發放獎金與獎狀。 
 

Lunch Seminar 
 本次大會台灣賽默飛世爾科技股份有限公司於 201 教室(12:45-13:15)舉辦科學新知演講，

歡迎踴躍參加。 
 
 



閉幕典禮與抽獎活動 
 大會將於 11/17 (六) 17:20 ~ 17:45 進行閉幕典禮。時間內將同時舉辦論文競賽頒獎與抽獎

活動。 
 抽獎活動：摸彩卷需蒐集 9 枚廠商戳章即可參加抽獎。與會人員將集滿戳章之摸彩卷於

17:20 前投入摸彩箱內，摸彩箱置於立夫教學大樓 B1 服務台。 
 獲獎者需在現場，唱名三次未到者視同放棄。 

 
★中國醫藥大學 

 

 
 

 B1  

國際會議廳 

 立夫教學大樓 



B1 桌球教室 壁報區與攤商位圖 

 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



2018 台灣蛋白體學會年會 
2018 Taiwan Proteomics Society Annual Meeting 

臨床蛋白體學與代謝體學之技術與應用 
Clinical proteomics and metabolomics: Techniques and applications 

會議議程表 
中國醫藥大學立夫教學大樓 11/17 Saturday 

08:40-09:20 Registration (一樓大廳) 

09:20-09:30 Opening Ceremony (B1 國際會議廳) 貴賓、理事長致詞 

09:30-10:20 
Plenary Lecture I 

(B1 國際會議廳) 

Moderator: Yu-Ju Chen 陳玉如 (中研院) 

Speaker: Dr. Yashshi Ishihama (JHUPO President) 

Topic: Human Kinome Profiling by Quantitative Phosphoproteomics 

10:20-10:45 Coffee Break (桌球教室外走廊) 

10:45-11:35 

Plenary Lecture II 

(B1 國際會議廳) 

Moderator: Pao-Chi Liao 廖寶琦 (成大) 
Speaker: Dr. Je-Yoel Cho (KHUPO President) 
Topic: Development of Lung Cancer Proteome Biomarkers 
and Validation by IVD-MIA 

11:35-12:25 

Plenary Lecture III 

(B1 國際會議廳) 

Moderator: Kay-Hooi Khoo 邱繼輝 (中研院) 
Speaker: Dr. Jyoti Choudhary   
(The Institute of Cancer Research, UK) 
Topic: Cancer Proteomics: understanding & exploiting the functional 
consequences of cancer mutations 

12:25-12:35 TPS Annual Member Meeting and Group Photo (B1 國際會議廳) 

12:45-13:15 
Lunch Seminar (ThermoFisher)  

(Room 201) 
TPS Council Meeting (6F 第二會議室) 

13:15-14:10 Poster Section (桌球教室) 

OA 
Proteomics I (Room 101) Metabolomics I (Room 102) 

Moderator: Pang-Hung Hsu 許邦弘 (海洋) Moderator: Yet-Ran Chen 陳逸然 (中研院) 

14:15-14:40 

 
Tang-Long Shen 
沈湯龍 (台大) 

 
Topic: Emerging role of integrins in 

cancer-derived exosomes in directing 
cancer organotropic metastasis 

 
Ke-Shiuan Lynn 
林可軒 (輔大) 

 
Topic: An Automated Tool of Metabolite 

Identification Developed for Liquid 
Chromatography-Mass Spectrometry Based 

Metabolomics Studies 
 



14:40-15:05 

 
Cheng-Kang Chiang 

江政剛 (東華) 
 

Topic: GRK2 as an important regulator of 
circadian clock speed and entrainment by 

modulating the neuronal structure and 
cytoskeleton organization in the 

suprachiasmatic nucleus 
 

 
Cheng-Chih Richard Hsu 

徐丞志 (台大) 
 

Topic: Mass Spectrometry and Machine 
Learning in Disease Diagnosis 

15:05-15:30 

 
Wei-Jung Chen 
陳威戎 (宜蘭) 

 
Topic: Proteomic identification reveals the 
antibacterial and anticancer mechanism of 

novel cationic antimicrobial peptides  

 
Chi-Yu Lu 

呂濟宇 (高醫) 
 

Topic: Determination of target analytes and 
their metabolites by mass spectrometry 

15:30-16:00 Coffee Break (桌球教室外走廊) 

OB 
Proteomics II (Room 101) Metabolomics II (Room 102) 

Moderator: Chien-Chen Lai 賴建成 (中興)  Moderator: Chuan-Fa Chang 張權發 (成大)  

16:00-16:25 

 
Chih-Pin Chuu 

褚志斌 (國衛院) 
 

Topic: Micro-Western Array: A High-
Throughput Antibody-Based Proteomic 

Platform  
 

 
Li-Mei Pai 

白麗美 (長庚) 
 

Topic: The role of CTP synthase filament in 
response to starvation stress in cancer cells 

16:25-16:50 

 
Yuan-Hao Hsu 
許員豪 (東海) 

 
Topic: The Catalytic Mechanisms of 
Phospholipase A2 on Phospholipid 

Membrane  
 

 
Ching-Hua Kuo 
郭錦樺 (台大) 

 
Topic: Using targeted lipidomics to 

study ischemic neuronal injury 
 

16:50-17:15 

Chien-Sheng Chen 
陳健生 (成大) 

 
Topic: Antigen analysis of serological 
antibodies using proteome microarrays 

 
Der-Yen Lee 

李德彥 (中國醫) 
 

Topic: Pre-column derivatization for 
improving qualitative and quantitative 
analysis of metabolites by LC-ESI-MS 

 
17:20-17:45 Awards and Closing Remarks / Lucky Draw (國際會議廳) 

18:20-20:20 大會晚宴(台中金典酒店) 

 
 



壁報論文目錄/ List of Poster Presentations 
Abstract 

ID Title Topic 

3 
Chantal Hoi Yin Cheung 
MYCN-mediated purine biosynthesis enhances cancer metabolism via MTHFD2 
and PAICS in neuroblastoma 

metabolomics 

4 
Chia-Chun Wu 
Discovery of Salivary Biomarkers for Oral Cancer by Lectin Affinity Capture 
Coupled with iTRAQ-Based Quantitative Glycoproteomics Approach 

proteomics 

5 
Yu-Ting Lu 
Discovery of Serum Biomarkers for Pancreatic Cancer by Lectin Affinity Capture 
Coupled with iTRAQ-Based Quantitative Glycoproteomics Approach 

proteomics 

6 
Chia Rung Hsu 
Evolutionary Trajectory: Relationship Analysis between Protein Structural 
Evolution and Enzyme Kinetic Function of Beta-lactamase through Data Mining 

proteomics 

7 
Hsin-Yi Chang 
Microenvironmental cues for Adipocyte Commitment: a Crosstalk between 
Surfaceome and Secretome 

proteomics 

9 
Han-ju Chien 
Proteomic analysis of "Oriental Beauty" oolong tea leaves with different degrees 
of leafhopper infestation 

proteomics 

10 
Yi-Feng Zheng 
SWATH-based comparative proteomics analysis of leaf color mutant in Oryza 
sativa 

proteomics 

11 
Hsuan-Jen Chen 
Comparative Metabolomics Analysis of Adults-Onset Still's Disease and 
Systemic lupus Erythematosus by SWATH-MS 

metabolomics 

12 
Jo Chuan Liu 
To discover the novel urine biomarker of Ketamine Cystitis by Quantitative 
Proteomics Analysis 

proteomics 

13 
謝宇衡 
Quantitative Phosphoproteomics Indicates Altered Cell Migration in Prolonged 
Cabozantinib-Treated Renal Cell Carcinoma Cell Lines 

proteomics 

14 
Yu-Hsun Chen  
Rapid Determination of isoflavone in soybean by Ultra High Performance Liquid 
Chromatography-Tandem Mass Spectrometry 

metabolomics 

15 

Xiang-Gui Hong 
Determination of the special flavor of domestic black bean soy sauce using 
headspace solid-phase microextraction (HS-SPME) coupled with gas 
chromatography-mass spectrometry (GC-MS) 

metabolomics 

16 
Jie-Teng Toh 
Quantitation of Intact Protein by Using Low-Resolution Mass Spectrometer 
through CID and ETD Methods 

proteomics 

17 
Yu-Tsun Lin 
Discovery of prognostic biomarkers for hepatocellular carcinoma by mass 
spectrometry-based phosphoproteomics approach 

proteomics 



18 
Jeng-Ting Chen 
Integrated omics profiling identifies hypoxia-regulated genes in HCT116 colon 
cancer cells 

proteomics 

19 
Lichieh Julie Chu  
Variability Assessment of 90 Salivary Proteins in Intraday and Interday Samples 
from Healthy Donors by Multiple Reaction Monitoring-Mass Spectrometry 

proteomics 

20 

Srinivas Dash 
Discovery and verification of membrane-associated exosomal proteins as novel 
plasma biomarkers for early detection and disease monitoring of colorectal cancer 
patients. 

proteomics 

21 
Meng-Kai Chou 
Verification of the Bladder Cancer Biomarker Candidates by Multiplexed 
SISCAPA-MRM Platform 

proteomics 

22 
Pei-Chun Hsueh 
Metabolomics profiling of parapneumonic effusion reveals regulatory roles of 
dipeptides for neutrophils 

metabolomics 

23 Li-Zhen Chen 
AXRL is highly associated with atherosclerosis-related disease proteomics 

24 
Hung-Lin Chen 
Differential protein expression in the hypothalamus of a layer-type L2 strain 
Taiwan country chickens with different thermotolerance 

proteomics 

25 
Chien-Chun Liu  
Development of novel snake venom detection kits for rapid diagnosis of snakebite 
in Taiwan 

proteomics 

26 
Yung-Chin Hsiao 
Development of an automated immuno-MALDI mass spectrometry assay for 
detection of interstitial collagenase in dried saliva spot sample 

proteomics 

27 
Wei-Ju Tu 
Developing the mass spectrometry-based proteomic technology for exploring the 
energy metabolism pathways of renal cancer and the clinical application 

proteomics 

28 
Pin-Hua Chen  
Study of the secondary metabolites production in tissue cultured Aguilaria 
agallocha plantlets 

metabolomics 

29 
Kai-Ting Fan 
Study of Plant Systemic Signaling Proteins in Response to Nitrogen, Phosphate, 
and Potassium Deficiency Using Quantitative Proteomics Approach 

proteomics 

30 
Pao-Chi Liao  
Development of a nanoflow liquid chromatography-mass spectrometry platform 
for hair cortisol analysis 

metabolomics 

31 
Chia-Min Peng 
Study of the aromatic compounds production in Aguilaria agallocha suspension 
cells 

metabolomics 

32 

Yu-Huei Liu 
Aqueous extracts of Paeonia suffruticosa modulates mitochondrial proteostasis by 
reactive oxygen species-induced endoplasmic reticulum stress in pancreatic 
cancer cells 

metabolomics 

33 陳映璇 
Verification of Renal Cell Carcinoma Candidate Biomarkers proteomics 



34 
Ting-Feng Hsiao 
Quantitative pleural effusion proteomics reveals the drug resistance-associated 
and prognostic biomarkers in lung adenocarcinoma 

proteomics 

35 
Yung-Chin Hsiao 
Development of a multiplexed assay for oral cancer candidate biomarkers using 
peptide immunoaffinity enrichment and targeted mass spectrometry 

proteomics 

36 

Der-Yen Lee 
Quantitative liquid chromatography-lectrospray ionization-massspectrometry 
analysis of amine-containing metabolites derivatizedwith cyanuric chloride and 
methylamine isotopologuesDer 

metabolomics 

38 

Der-Yen Lee 
Quantitative and comparative liquid chromatography-electrosprayionization-mass 
spectrometry analyses of hydrogen sulfide and thiolmetabolites derivaitized with 
2-iodoacetanilide isotopologues 

metabolomics 

39 Yu-Ning, Lin 
The discovery of plasma metabolite biomarkers for stroke metabolomics 

40 
Ya-Hsu Chiu, 
Preclinical study on cytokine-induced killer cell therapy for high grade serous 
ovarian cancer treatment 

proteomics 

41 
李貫綸 (Kuan-Lun Li) 
The improvement of fucoidan on PM2.5-induced physiological abnormality and 
its metabolic analysis 

metabolomics 

42 
Kai-Tan Cheng 
Idetification of the corresponding receptor for AtCAPE perception by LRR RLK 
T-DNA mutant screening under salt stress in Arabidopsis 

proteomics 

43 
Yu-Ching Liu 
A rapid, multiplexed kinase activity assay using iTRAQ labeling and MALDI-
TOF/TOF MS 

proteomics 

44 Hsin-Yi Liao (廖欣儀)  
The discovery of plasma protein biomarkers for stroke proteomics 

45 
YuQi 
Comprehensive discovery of novel hemagglutinin inhibitors of influenza by 
virtual screening 

proteomics 

46 林凡惟 
Characterization of Protease Candidates for CAPE Production in Arabidopsis proteomics 

47 

Chen-Yu Lin 
Inhibitory effect of Oligo-fucoidan and high stability fucoxanthin-containing 
extract from brown seaweed Laminaria japonica on palmitic acid-induced 
apoptotic cell death of human hepatocytes 

metabolomics 

48 
Ying-Lan Chen 
Utilizing Mascot Sub-ranked Matches to Improve MS/MS Identification 
Performance of Plant Endogenous Peptides 

proteomics 

49 

Sheng-Chi Hung 
Dual-ends Tunnel Frit: A Nonmetallic In-Capillary Dual-ends Tunnel-Inserted 
Frit for Nanoflow Ultra High-Performance Liquid Chromatography-Mass 
Spectrometry Applications 

proteomics 

50 
Mehari Muuz Weldemariam 
Subcellular Proteome Landscape of Human Embryonic Stem Cells Revealed 
Missing Membrane Proteins 

proteomics 



51 
Ching-Hua, Lee (李京樺) 
Development of a Sensitive and Selective Method for Choline Plasmalogens 
Profiling by Liquid chromatography-Mass Spectrometry 

metabolomics 

52 
Yen-Chen Liao  
Ultra-sensitive motif-targeting approach for measurement of tyrosine 
phosphorylation stoichiometry in EGFR 

proteomics 

53 
張瑋宏 
imCorrect: New UHRMS Signal Handling Approach for More Accurate 
Elemental Composition Determination 

metabolomics 

54 
Ankhbayar Lkhagva 
Comparison of five derivatization methods for the detection of amine-containing 
metabolites by LC-MS/MS 

metabolomics 

55 
Wei-Hung Chang 
Software for More Reliable Quantitative Proteomics and Phosphoproteomics 
Analysis using Isobaric Isotope Labeling Approach 

proteomics 

56 
陳皓君 
以奈升流速液相層析奈電噴灑游離串聯式質譜法分析雌二醇誘導之人類血紅
蛋白形成的轉譯後修飾 

proteomics 

57 
Reta Birhanu Kitata  
Data Independent Acquisition Resource for Deep Proteome and Phosphoproteome 
Analysis 

proteomics 

58 
Miao-Hsia Lin 
A Tissues-specific Atlas of Mouse Protein Phosphocluster Revealed by Weak- 
and Strong-coordination Metal Oxide Chromatography 

proteomics 

59 
Ya-Ju Hsieh 
Bretschneider solution-induced alterations in the urine metabolome in cardiac 
surgery patients 

metabolomics 

60 
Chia-Wei  
HsuIntegrated Analyses of Metabolomics and Transcriptomics Reveal 
Perturbation of Polyamine Pathway in Oral Cavity Squamous Cell Carcinoma 

metabolomics 

61 Wen-Ling Liao 
Urinary Proteomics for Early Diagnosis of Diabetic Nephropathy in Taiwanese proteomics 

62 
Wan-Chun Yeh 
Proteomic approach to the triterpenoid-rich Ganoderma tsugae-mediated 
adipocyte browning 

proteomics 

 


